nCounter Mouse Inflammation V2 Panel Gene List

Annotati

| Full Name.

Status

Cel19

Cel21a

Ina
1122

Ager

Alox12
Alox15

Areg
Arg1

Atf2

Bel2l1

Bcl6

Birc2
Clga

Clab

Clra

c2

Cc3

C3art

c6

co

Cel1

Ccl17

Cel2
Cel20

Cel22

Cel24

Cel3

Celd

Cels

Cel7

Cert

Cer3

Ccrd

Cer?

NM 011413,
XM 356827.6

NM 011888.2
NM 011124,

NM 021443.2
NM 009892.1

NM_010554.4
NM_016971.1

NM 016802.4

NM 007425.2

NM 007440.4
NM 009660,

NM 009662.2

NM_009704.3
NM_007482.3

NM 001025093.1

NM_009743.4

NM 009744.3

NM_007465.2
NM_007572.2
NM_009777.2

NM_023143.3

NM_013484.2

NM_009778.2

NM 009779.2

NM 146148,

NM 133882.2

NM 013485.1

NM_011330.3

NM_011332.2

NM 0113333

NM 016960.1

NM 009137.2

NM_019577.4

NM 011337.1

NM 013652.1

NM_013653.1

NM 013654.2

NM_009912.4

NM_009915.2

NM 009914.4

NM_009916.2

NM 007719.2

Alias | Prev Symbol

AA959438, AI255193, Al327365, Clsa
sip
A530026G17, Gm1238

CKb11, ELC, MIP3B, Scya19, exodus-3

BCKBAC2, 6Ckine, ALP, AW987545, CKb9, SCYA21a, SLC, Scya21, Scya21b,
Tcad, pit

1810063B20Rik, AB023418, HC14, MCP-2, Mcp2, Scya8

2010300L12Rik, 2010319H24Rik, CRS1C, CRS1C-2, CRS1C-5, Defer-rs1
1i49, P49
Ifal

I-1a
IL-22, IL-22a, ILTIFa, Itif

Arha, Arhat, Arha2
RAGE

9930022G08Rik, Alox12p, P-12LO
12-LO, 12/15-LO, 15-LOX, Alox12I, L-12LO

5-L0, 5-LOX, 5L0, 5LX, Al850497, F730011J02

AR, Sdgf
Al, 256583, Arg-1, PGIF

Atf-2, CRE-BP, Creb2, D130078HO02Rik, D18875, Tg(Gzma-Kira1)7Wum, mXBP
Bel(X)L, Bel-XL, Bel2l, BelX, bel-x, bl2-L-1

Bols

AW146227, Api1, Api2, Birc3, HIAP1, HIAP2, IAP1, IAP2, MIAP1, MIAP2, MIHB,
MIHC, RNF48, clAP1, clAP2, mclAP1
AI255395, C1q

AI132558, C1r, mC1rA
AI255234, ASP, HSE-MSF, Pip
AZ3B, C3AR, HNFAG09

AW111623

4930439B20Rik, Al595927

Scyal1, eotaxin

Abcd-2, Scyat?, Scyal7l, Tarc

AI323594, HC11, JE, MCAF, MCP-1, MCP1, SMC-CF, Scya2, Sigje

CKb4, LARC, MIP-3A, MIP-3[a], MIP3A, ST38, Scya20, exodus-1

ABCD-1, DCBCK, MDC, Scya22

CKb-6, MPIF-2, Scya24

AI323804, G0S19-1, LD78alpha, MIP-1alpha, MIP1-(a), MIP1-alpha, Mip1a, Scya3
AT744.1, Act-2, MIP-1B, Mip1b, Scyad

MuRantes, RANTES, SISd, Scyas, TCP228

MCP-3, Scya?, fic, marc, mcp3
Cmkbr1, Mip-1a-R
Co-ckr-2, Cer2a, Cer2b, Ckr2, Ckr2a, Ckr2b, Cmkbr2, mJe-r

CC-CKR3, CKR3, Cmkbr112, Cmkbr3

C-C CKR-4, CHEMR1, Cmkbrd, LESTR, Sdf1r

€D197, Cdw197, Cmkbr7, EBI, Ebith

Extracellular Region,Proteolysis, nnate Immune Response,Serine Type Peptidase

Activity,Calcium lon Binding,Peptidase Activity,Serine Type Activity

External Side Of Plasma Membrane,Positive Regulation Of | Kappab Kinase Nf
Kappab Cascade,Chemokine Activity

Cell Surface, Region, Cytosol, Space,Positive Regulation Of
Transcription From Rna Polymerase i Promoter,Positive Regulation Of | Kappab
Kinase Nf Kappab Cascade, Inflammatory Response, Positive Regulation Of Cytokine
Secretion,mmune Response,Negative Regulation Of Cell Proliferation,Cytokine And
Chemokine Mediated

Axon Membrane,Cytoplasm,Nucleus,Cytosol,C Lameli Apical
Junction Complex,Cell Cortex Membrane Fraction, Mitochondrion,Plasma
Membrane,Soluble Fraction,Regulation Of Cell Migration Positive Regulation OF
Caspase Activity,Regulation Of Transcription From Rna Polymerase li Promoter Actin
Cytoskeleton Organization And Biogenes
Axon Membrane,Cytoplasm,Cell Soma, Space,Plasma Membrane,Jak
Stat Cascade,Neurite Development Activation Of Nf Kappab Transcription
Factor,Positive Regulation Of Cell Migration Receptor Activity
Cytoplasm Cytosol Positive Regulation Of Cell Proliferation Negative Regulation Of
Apoptosis,Fatty Acid Oxidation,Positive Regulation Of Caspase Activity Anti
Apoptosis, Positive Regulation O Cell Adhesion,Oxidoreductase Activity
Cytoplasm,Nucleus,Cytosol Oxidoreductase Activity
Membrane Cytoplasm,Nucleus, Cytosol, Nuclear Matrix Nuciear
Envelope, Dendrite, Nuclear Membrane, Soluble Fraction,Inflammatory
Response Acute Inflammatory Response,Oxidoreductase Activity
Cell Surface,Membrane,Cytoplasm,Nucleus, Integral To Membrane,Extracellular
Space,Positive Regulation Of Cell Proliferation, Neurite Development, Positive
Regulation Of Phosphorylation Epidermal Growth Factor Receptor Signaling
Pathway,G Protein Coupled Receptor Protein Signaling Pathway,Cytokine
Activity,Growth Factor Activity
Cytoplasm,Cell Soma Extracellular Space,Neuron Projection
Nucleus,Membrane Fraction Positive Regulation Of Transcription From Rna
Polymerase li Promoter, Transcription Dna Dependent,Regulation Of
Transcriptiondna Dependent,Zinc lon Binding Sequence Specific Dna
Binding, Transcription Factor Activity,Protein Kinase Binding,Protein
Activity,Protein Dimerization Activity,Chromatin B

Outer Part
Membrane, Membrane,Cytoplasm,Cytosol,C Integral To
Membrane Centre Envelope,Response To
Virus,Cytokinesis, Positive Regulation Of Cell Proliferation Negative Regulation OF
Apoptosis Growth, Anti Apoptosis, Cell Proliferation Go 0008283 Resp
Nucleus Negative Regulation Of Apoptosis, Transcription Dna Dependent, Negative
Regulaton Of Transcripion Dna Dependent,B Cll ifrentiion Actin Cytoskeleton

And Biogenesis Negative Regulation Of Cell D ion,Regulation
ov Transcriptiondna Dependent,Regulation Of Rho Gtpase Activity Negative
Regulation Of Cell Prol
Cytoplasm,Nucleus Lipid Raft,Protein Complex Protein Polyubiquitination,Negative
Regulation Of Apoptosis, Regulation Of Apoptosis,Regulation Of Cell Cycle Apoptosis
Go,Response To Hypoxia Zinc lon Binding,Protein N Terminus Binding, Transcription
Coactivator Activity, Ubiquitin Protein Ligase Activity
Extracellular Region Collagen
Extracellular Region,Collagen,Innate Immune Response,Protein Homodimerization
Activity

Etracellar Rogion roloosiato Imuno Rosponso Serne Type Peptdase
ivity

component 1, s
complement component 4A (Rodgers blood group)
complement component 7

chemokine (C-C motif) ligand 19

chemokine (C-C motif) ligand 21A (serine)
chemokine (C-C motif) ligand 8
chitinase 3-like 3
defensin, alpha, related sequence 1

rferon-induced protein with i ide repeats 3
interferon alpha 1

interleukin 1 alpha
interleukin 22

ras homolog gene family, member A

advanced glycosylation end product-specific receptor

arachidonate 12-lipoxygenase
arachidonate 15-lipoxygenase

arachidonate 5-lipoxygenase

amphiregulin
arginase, liver

activating transcription factor 2

BCL2-like 1

8 cell leukemiaflymphoma 6

baculoviral IAP repeat-containing 2

component 1, g alpha

component 1, g beta

Activity Calcium lon Binding Peptidase Activity Serine Type
Extracellular Region Proteolysis, Innate Immune Response,Serine Type pepmsss
Activity Peptidase Activity, Serine Type Endopeptidase Activity

Extracellular Region Extracellular Space,Blood Coagulation,Inflammatory
Response Positive Regulation Of Angiogenesis, Innate Immune Response,Lipid
Binding, Cofactor Binding

Membrane,Integral To Membrane, Plasma Membrane,Signal
Transduction,Regulation Of Blood Pressure,Positive Regulation Of Cell
Migration,Positive Regulation Of Angiogenesis,G Protein Coupled Receptor Protein
Signaling Pathway,G Protein Coupled Receptor Activity, Receptor Activi
Extracellular Space,Positive Regulation Of Angi is Caspase Activation

component 1, r

complement component 2 (within H-2S)

complement component 3

complement component 3a receptor 1
component 6

Extracellular Region Membrane, Integral To Membrane Extracellular Space,Plasma
Membrane,mmune Response, Innate Immune Response, Protein Complex Binding
Extracellular Region Extracellular Space,Immune Response,Innate Immune
Response,Protein Complex Binding

Extracellular Region Membrane,Integral To Membrane, Plasma Membrane Blood
Coagulation,immune Response,innate Immune Response,Caspase Activation
Extracellular Region Extracellular Space,Actin Filament Organization, nflammatory
Response,Immune Response,Regulation Of Cell Shape, Positive Regulation Of Cell
Migration,Positive Regulation Of Angiogenesis,Cytoskeleton Organization And
Biogenesis Chemokine Activity, Cytokine Activity

Space,Signal T Cellular Defense Response,Chemokine
Activity Cytokine Activity

Region Cytoplasm,Cell Soma, Space,Negative Regulation
of Response To Heat, Response,Immune

Response Angiogenesis, Positive Regulation Of T Cell Activation,Regulation Of Cell
Shape,Cellular Homeostasis,Anti Apoptosis, Transforming Growth Factor Beta
Receptor Signaling Pathway,Cytokine And Ch

Region, pace, Response,Immune
Response, Chemukme Activity,Cytokine Activity

pace, Response,Immune
Response, Chemukme Activity,Cytokine Activity
Spac Response,Immu

Response, Regulanon Of Cell Shape,Positive Regulation Of Cell Migration Positive
Regulation Of Angiogenesis,Cytoskeleton Organization And Biogenesis,Chemokine
Activity,Cytokine Activity

Region, Cytoplasm,Cytosol, Space,Soluble Fraction,Cell
Activation,Positive Regulation Of Transcription From Rna Polymerase li
Promoter,Response To Toxin,Calcium Mediated Signaling,Behavior,Calcium lon
Transport Leukocyte Chemotaxis, Cell Cell Signaling, \nﬂamma tory
Response,Immune Response,Regulation Of Cell Shap

Region Space,Solubl Frscnon Response To
Toxin, Leukocyte Chemotaxis, Inflammatory Response Immune Response,Chemokine
Activity,Cytokine Activity
Extracellular Region,Cytoplasm,Extracellular Space,Soluble Fraction,Positive
Regulation Of Protein Response To Toxin,Calcium
lon Transport Regulation Of T Cell Activation,Cellular Protein Complex
Assembly Cell Cell Signaling Positive Regulation Of T Cell Proliferation, Inflammatory
Response,Immune Response,Ex

Region pace, Response,Immune
Response,Regulation Of Cell Shape,Positive Regulation Of Cell
Migration, Cytoskeleton Organization And Biogenesis, Heparin Binding,Chemokine
Activity,Cytokine Activity
External Side Of Plasma Membrane,Membrane,Integral To Membrane,Plasma
Mo, Signal Transducton,Calolum lon Transport Mysoid ll

ukocyte Chemot: Il Cell Signaling,

Respunse‘\mmune Response,Exocylosls‘G Protein Coupled Receptor Protein
Signaling Pathway,G Protein Coupled Receptor Activity, Receptor Act

Membrane,Cytosol Perinuclear Region Of Cytoplasm Integral To Membrane Integral
To Plasma Membrane,Cell Soma,Dendrite, Plasma Membrane,Signal
Transduction,Regulation Of Cell Migration Hemopoiesis,Negative Regulation Of
ponse,Immune Response, Positive
Regulation Of T Cell Activation,Cellular Homeostasi
Membrane,Integral To Membrane,Endosome, Extracellular Space,Plasma
Membrane,Signal Transduction,Positive Regulation Of Angiogenesis,G Protein
Coupled Receptor Protein Signaling Pathway,G Protein Coupled Receptor
Activity, Receptor Activity
External Side Of Plasma Membrane,Membrane,Integral To Membrane,Cell
Soma,Plasma Membrane,Signal Transduction,Inflammatory Response,G Protein
Coupled Receptor Protein Signaling Pathway,G Protein Coupled Receptor
Activity Receptor Activity
External Side Of Plasma Membrane,Membrane,Integral To Membrane,Plasma
Membrane Signal Transduction,Activation Of Jnk Activity Positive Regulation Of T
Cell Response,Immune Response,Actin Cy
Orgamzamon And Biogenesis,G Protein Coupled Receptor Protein Signaling
Pathway,Cell Maturation,G Protein Coupled

complement component 8, alpha polypeptide
complement component 8, beta polypeptide

complement component 9

chemokine (C-C motif) ligand 11

chemokine (C-C motif) ligand 17

chemokine (C-C motif) ligand 2

chemokine (C-C motif) ligand 20

chemokine (C-C motif) ligand 22

chemokine (C-C motif) ligand 24

chemokine (C-C motif) ligand 3

chemokine (C-C motif) ligand 4

chemokine (C-C motif) ligand 5

chemokine (C-C motif) ligand 7

chemokine (C-C motif) receptor 1

chemokine (C-C motif) receptor 2

chemokine (C-C motif) receptor 3

chemokine (C-C motif) receptor 4

chemokine (C-C motif) receptor 7


http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_144938.2
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_011413.2
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=XM_356827.6
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_011888.2
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_011124.4
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_021443.2
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_009892.1
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_007844.2
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_010501.1
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_010502.2
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_010554.4
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_016971.1
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_016802.4
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_007425.2
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_007440.4
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_009660.3
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_009662.2
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_009704.3
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_007482.3
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_001025093.1
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_009743.4
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_009744.3
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_007465.2
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_007572.2
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_009777.2
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_023143.3
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_013484.2
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_009778.2
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_009779.2
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_016704.2
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_146148.1
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_133882.2
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_013485.1
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_011330.3
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_011332.2
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_011333.3
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_016960.1
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_009137.2
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_019577.4
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_011337.1
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_013652.1
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_013653.1
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_013654.2
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_009912.4
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_009915.2
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_009914.4
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_009916.2
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&val=NM_007719.2

Cd163

Cdd0

Cddolg

Cds5

Cds6

Cdc42

Cebpb

Cfo

cfd

Creb1

Crp

Csfl

Cxcll

Cxcl10
Cxcl2
Cxcl3
Cxcl5

Cxcl9

Cxerl

Cxcr2

Cxerd

Cysitr

Cysitr2

Ddit3

Elk1

Fasl

Fitt

Fxyd2

Gnag

Gnas

NM_053094.2

NM 013488.2

NM_011611.2

NM 011616.2

NM_010016.2

NM_019388.3

NM 009861.1

NM_009883.3

NM_008198.2

NM 013459.1

NM_007687.5

NM 133828.2

NM 007768.4

NM_001113530.1

NM 009969.4

NM 009971.1

NM 008176.1

NM_021274.1
NM_009140.2
NM_203320.2
NM_009141.2

NM_008599.2

NM 178241.4

NM_009909.3

NM 009911.3

NM_021476.4

NM_001162412.1

NM 007829.3

NM_007837.3

NM 007922.4

NM 010177.3

NM_010228.3

NM 010234,

NM_052823.2

NM 008139.5

NM 010309.3

CD163v2, CD163v3

L3T4, Ly-4

AI326936, Bp50, GP39, HIGM1, IGM, IMD3, T-BAM, TRAP, Tnfrsf5, p50

CD154, CD40-L, Cd40l, HIGM1, IGM, IMD3, Ly-62, Ly62, T-BAM, TRAP, Tnfsf5,

gp39

Daf, Daf-GPI, Daf1, GPI-DAF

B7, B7-2, B7.2, B70, CLS1, Cd2812, ETC-1, Ly-58, Ly58, MB7, MB7-2, TS/A-2

AI747189, AU018915

CIEBPbeta, CRP2, IL-6DBP, LAP, LIP, NF-IL6, NF-M, Nfil6

AI195813, Al255840, B, Bf, G2, Fb, H2-Bf

Adn, DF

AA959946, Cof

2310001E10Rik, 3526402H21Rik, AV083133, Creb, Creb-1

AI255847

©87615, Csfm, MCSF, op

Csfgm, GMCSF, Gm-CSf, MGHIGM

Csfg, G-CSF, MGG

Fsp, Gro1, KC, Mgsa, N51, Scyb1, gro

C7, CRG-2, INP10, IP-10, IP10, 110, Scyb10, gIP-10, mob-1
CINC-2a, GROb, Gro2, MIP-2, MIP-2a, Mgsa-b, Mip2, Scyb, Scyb2
Dcip1, Gm1960

AMCF-Il, ENA-78, GCP-2, LIX, Scybs, Scyb6

BB139920, CMK, Mig, MuMIG, Scybg, crg-10

ligra

CD128, CDW128, Cmkar2, Gper16, IL-8Rh, IL-8rb, IL8RA, lI8rb, mIL-8RH

CD184, Cmkar4, LESTR, PB-CKR, PBSF/SDF-1, Sdfir

BB147369, CysLT1R, Cyslt!

2300001HOSRik, CYSLTZR, Cltr2, Cysit2

CHOP-10, CHOP10, chop, gadd153

Elk-1

APTILG1, CD178, CD95-L, CDY5L, Fas-L, Faslg, Tnfsf6, gld

AI323757, Fit-1, VEGFR-1, VEGFR1, sFit1

D12Rfj1, c-fos, cFos

Apigt

1110005L02Rik, 6230401102Rik, AA408290, AW060788, Dsk1, Dsk10, Galphad,

q.

5530400H20Rik, A930027G11Rik, C130027020Rik, GPSA, GSP, Galphas, Gnas1,

Gnasx, Gsa, Nesp, Nespl, Oed-Sml, Oedsml, P1, P2, P3, PHP1A, PHP1B, POH

Extracellular Region Membrane,Integral To Membrane,Plasma

Membrane, Inflammatory Response,Receptor Mediated Endocytosis

External Side Of Plasma Membrane, Cell Surface, Membran ic Reticulum

Membrane,Integral To Membrane,Lipid Raft Endoplasmic Reticulum Lumen Plasma

Membrane,Cell Surface Receptor Linked Signal Transduction Go 0007166, Cell

Differentiation,Regulation Of T Cell Activation Cytokine Production,Immune

Response Positive Regulation Of T Cel

External Side Of Plasma Membrane Cell Surface Extracellular

Region Membrane, integral To Membrane Extracellular Space,Plasma

Membrane, Positive Regulation Of Transcription From Rna Polymerase I

Promoter,Activation Of Nf Kappab Transcription Factor, Positive Regulation Of Map

Kinase Activity,Defense Response To Virus, Inflammatory Response,8 C

Extemal Side Of Plasma Membrane Extracelular Region Membrane niegral To
ce,Plasma M B Cell

D-ﬂerenuamon Inﬂammalory Response,Immune Response Anh Apoptosis Cytokine

Activity

External Side Of Plasma Membrane, Cell Surface, Membrane,Anchored To
Membrane Lipid Raft Apical Plasma Membrane,Plasma Membrane, innate Immune
Response Negative Regulation Of Catalytic Activity,Enzyme Inhibitor Activity
External Side Of Plasma Membrane,Membrane,Integral To Membrane,Plasma
Membrane,Positive Regulation Of T Cell Proliferation, Defense Response To Virus,B
Cell Activation,T Cell Activation,Receptor Binding,Receptor Activity

Golgi Membrane, Membrane,Cytoplasm Cytoskeleton,Cell Projection,Apical Part Of
Cell Secretory Granule, Plasma Membrane, Nervous System Development,Regulation
Of Protein Kinase Activity,Regulation Of Mitosis, Regulation Of Protein Metabolic
Process,Actin Cytoskeleton Organization And Biogenesis,Cell Cell

Adhesion Endosome Transport Establishmen

Cytoplasm Nucleus Nuclear Matrix,Nuclear Chromatin Positive Regulation Of
Transcriptiondna DependentPositive Regulation Of Transcription From Rna
Polymerase li Promoter, Transcription Dna Dependent,Negative Regulation Of
Transcription Dna Dependent,Regulation Of Transcriptiondna Dependent Anti
Apoptosis Neuron Differentiation,Protein Homod

Extracellular Region Extracellular Space, Proteolysis,Cell Proliferation Go

0008283 Innate Immune Response,Serine Type Peptidase Activity,Peptidase
Activity,Serine Type Endopeptidase Activity

Extracellular Region Extracellular Space,Proteolysis Notch Signaling Pathway,Innate
Immune Response,Serine Type Peptidase Activity Endopeptidase Activity, Peptidase
Activity,Serine Type Endopeptidase Activity
Membrane, Cytoplasm,Nucleus, C: Cell Projection,Leading
Edge,Cortical Actin Cytoskeleton,Plasma Msmbmne Actin Filament
Organization,Cytokinesis Protin Import o Nucleus, Reguiaton Of Cell

ation And Biogenesis, Protein Amino Acid

Phusphory\auun,Aclm Binding

Chromatin,Nucleus,Nuclear Chromatin Mitochondrion, Transcription Factor

Complex Positive Regulation Of Transcription From Rna Polymerase li

Promoter, Transcription Dna Dependent Axonogenesis, Regulation Of

Transcriptiondna Dependent, Transforming Growth Factor Beta Receptor Signaling

Pathway,Protein Amino Acid Phosphorylation, Transcription Fro
Space Protein Protein

Density Lipoprotein Binding

Extracellular Region Membrane Perinuclear Region Of Cytoplasm,Integral To

Membrane,Receptor Complex,Extracellular Space,Plasma Membrane,Positive

Regulamon Of Cel Prolferation,Posiive Reguiaton Of Celllr Prolin Metaboli

Go 0008283 Positive Regulation

Activity,Low

ov Cell Migration Innate Immune R

Extracellular Region Extracellular Space, Positive Regulation Of Cell
Proliferation, Negative Regulation Of Apoptosis,Regulation Of Gene

Expression Immune Response,Regulation Of Cell Proliferation,Cytokine
Activity, Growth Factor Activity

Extracellular Region Extracellular Space, Positive Regulation O Cell
Proliferation,immune Response,Enzyme Binding, Cytokine Activity, Growth Factor
Activity

Region, Spac Response,immune
Response Acute Inflammatory Response,Chemokine Activity,Cytokine
Activity, Growth Factor Activity
External Side Of Plasma Membrane Extracellular Region Extracellular Space,Positive
Regultion Of CallPrlforstlon, ignsl Transducton Nagtive Rogulsion Of

nse Response To Viru onse mmune
Respunsepmlem Secretion,Positive Regulation Of Cell Migration, Chemokine
Activity Cytokine Activity

Region, Space, Leukocyte Chemot:
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